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Linux/Unix system administration.

Database administration and development.
Programming/scripting languages Python, Perl ,Bash.
Web development HTML, CSS, and PHP.

High Performance Computing environment experience.
High-throughput data and statistical analysis knowledge.

Michigan State University 2017 — Present

Researcher

CAPS Computational Biology Laboratory 2014 — 2017

Research Scholar

Analysis of large scale genomic data in RNA-Seq and Chip-Seq, Development and
Maintenance of lab databases and websites, Distributed computing and computational
pipeline development, Server installation management and backup, Statistical analysis
and data visualization.

Ohio State University 2012 — 2013
Visiting Scholar

Evaluating effects of coffee processing methods at the transcriptome level,
Investigating effect of dietary apigenin on alternative gene splicing in human cells,
Identifying genes involved in tomato fruit development using NGS , Analysis of
alternative splicing and splice forms in maize.

Kencall Call center 2008 — 2009
Technical Support Agent

Broadband connectivity level one support, Data entry and storage management, Mobile
and network connectivity resolution, Help desk support.

Cooperative Insurance Company of Kenya 2007 — 2007

IT support

Linux/Unix system installation and administration, Network management and
configuration, Software installation and configuration.

Msc Bioinformatics 2010 — 2012
University of Nairobi

Bsc Biotechnology 2003 — 2007
Jomo Kenyatta University of Agriculture and Technology

Diploma in Information Technology 2005 — 2007
Information Technology Center Jomo Kenyatta University
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